Sponges (Porifera), the oldest still extant metazoan phylum, are organized in a unique ground pattern 4 1 based on filter-feeding by means of a prevalent canal system. They are devoid of any organ, the supplier's instructions. Reverse transcription was performed by Superscript II reverse transcriptase 1 2 6
(Invitrogen) with an oligodT primer. PCR was realized on a Light Cycler 480 with the SYBR Green I 1 2 7
Master kit (Roche) (qPHD UM2/GenomiX Platform). For each gene identified on the database, a set of
forward (F) and reverse (R) primers was designed to amplify specific fragments (Sup Table 1 ). To 1 2 9
obtain complete coding sequences, we used Gene Racer Core kit (Invitrogen) (Fig. S1 ). The 1 3 0 sequencing of isolated fragments was produced through molecular genetic analysis technical facilities 1 3 1 of the centre méditerranéen "Environnement Biodiversité". Digital images of a whole specimen Asbestopluma hypogea were taken for 70.5 h at a resolution of megabytes per hour. During imaging, a 4 h pre-feeding sequence was followed by a 30 min Artemia
nauplii feeding pulse and 66 h of post-feeding monitoring. A Nikon Coolpix 990E digital camera in manual macro focus and exposure mode was used to acquire
greyscale images. The camera was connected to a Nikon SB 24 flash unit, set to manual mode (24 mm,
output 1/16). The camera was controlled by a PC, using USB connection cable and the software Images were downloaded, saved on the PC and erased on the CF-card of the camera instantly after experimental series, to allow scaling. In all cases a black background was used to optimize contrast.
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Image analysis was performed using ImageJ 1.42 (NIH, Washington, USA), based on built-in The sponge is composed of an ovoid body supported by a thin peduncle attached by an enlarged base sponges starving for a long time in an aquarium (Fig. 1A) . As described by Vacelet and Duport
(2004), the capture of prey induces a drastic shortening and regression of the filaments (Fig. 2A, 3A ,
peduncle which was present at all times (see movie). In starving sponges and in the first stage of prey cell masses accumulated at the attachment spot, where they remained for an initial period which was 2 0 5
longer than 24 h in the observed cases, before they started to move away from the prey. Subsequently, numerous phagosomes and vitelline granules (Fig. 4F-G) , migrated from the body towards the difference between the two directions of migration (statistical test not possible due to size of dataset). Here, we show that two mechanisms of programmed cell death coexist in Asbestopluma. The detection to renew the pools of nucleotides, amino acids and ATP by using metabolic compounds that are
regenerated from autophagic cells. In contrast, apoptosis was observed to take place both in unfed and
fed animals. Remarkably, in unfed sponges some cells were found to be subjected to both events, as processes in the same cell, an observation well established in higher metazoans where autophagy and origin. Indeed our present observations indicate that they might be connected as well in Asbestopluma.
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These results confirm previous PCD studies where some of the apoptotic genes or encoded proteins 
